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The aim of presented study is to investigate the single cell transcriptome of bovine
blastocysts in Polish HF cows using the advanced next-generation genome sequencing (NGS):
the scRNA-seq technology. The experiment design of in vivo experiment was performed by
collecting a total of 24 embryos from local Polish HF cattle herd using the mobile laboratory
unit and field veterinarian skills. The experiment design of in vitro experiment will be
performed using standard in vitro fertilization (IVF) protocol and laboratory procedures. In
this presentation, we will provide the preliminary information on the experiment design and
laboratory procedures utilized in vivo and in vitro experiment of bovine embryos, as well as
to discuss the challenges in field veterinarian skills during embryo collection and the
bioinformatics analysis to analyze the large set of generated scRNA-seq data from
experiment.
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